
D. melanogaster genes in the three 2-to-1 fly-worm stage mapping patterns
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Figure S12

Figure S12. Interpretation of the two-to-one �y-worm stage mapping patterns. (A) Comparison between D. melanogaster and C. elegans devel-
opmental stages by using all ortholog pairs. The red, green and cyan boxes marked the three main two-to-one �y-worm stage mapping col-
umns. (B) Comparison between D. melanogaster and C. elegans developmental stages by using only one-to-one ortholog pairs. The red, green 
and cyan boxes are in same positions as the corresponding boxes in (A). (C) Classi�cation of ortholog-pairs based on their involvement in the 
“early mapping” (the lower block of �y stages) and “late mapping” (the upper block of �y stages) in each column (“1”, “2” or “3”) in (A).
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